Supporting Dataset

Magnesium transporter 1 (MAGT1) deficiency causes selective

defects in N-linked glycosylation and expression of immune-
response genes

Mami Matsuda-Lennikov'? # T, Matthew Biancalana'#*, Juan Zou'?, Juan C. Ravell'?, Lixin
Zheng'?, Chrysi Kanellopoulou'?, Ping Jiang'?, Giulia Notarangelo' *, Huie Jing>*, Evan

Masutani'?**, Andrew J. Oler*, Lisa Renee Olano’, Benjamin L. Schulz®, and Michael J. Lenardo'?”

Molecular Development of the Immune System Section, Laboratory of Immune System Biology,
National Institute of Allergy and Infectious Diseases, National Institutes of Health, Bethesda, MD
20892.% Clinical Genomics Program, National Institute of Allergy and Infectious Diseases, National
Institutes of Health, Bethesda, MD 20892.°> Human Immunological Diseases Section, Laboratory of
Clinical Immunology and Microbiology, National Institute of Allergy and Infectious Diseases, National
Institutes of Health, Bethesda, MD 20892.* Bioinformatics and Computational Biosciences Branch,
Office of Cyber Infrastructure and Computational Biology, National Institute of Allergy and Infectious
Diseases, National Institutes of Health, Bethesda, MD 20892.° Laboratory of Neurotoxicology, National
Institutes of Mental Health / National Institutes of Health, Bethesda, MD 20892.° The University of
Queensland, Brisbane St Lucia, QLD 4072.

Running title: MAGT1 deficiency causes selective N-linked glycosylation defect

* co-first authors
*To whom correspondence should be addressed. E-mail: mlenardo@niaid.nih.gov

1 Present address: Weizmann Institute of Science, Rehovot 7610001, Israel

i Present address: New York University Langone Medical Center, New York, NY 10016

11 Present address: Harvard Medical School, Department of Cell Biology, Boston, MA 02115

111 Present address: University of California, San Diego, School of Medicine, Medical Scientist
Training Program, San Diego, CA 92093



Supporting Dataset 1. Mass spectrometry analysis of samples from HEK 293T WT cells and
MAGT1 CRISPR KO cells immunoprecipitated with an anti-MAGT1 antibody.

Supporting Dataset 2. Differentially expressed genes in CD8" T cells from XMEN patients

compared to healthy controls before activation (day 0), or after activation (day 3, day 12).

Supporting Dataset 3. Functional enrichment of differentially expressed genes in CD8" T cells

from XMEN patients compared to healthy controls before activation (day 0).

Supporting Dataset 4. Downstream Effects Analysis results from Ingenuity Pathway Analysis
for differentially expressed genes in CD8" T cells from XMEN patients compared to healthy

controls.

Supporting Dataset 5. Target genes downstream of regulators in the CD28 causal network
consistent with inhibition of CD28, based on differentially expressed genes in CD8" T cells from

XMEN patients compared to healthy controls before activation (day 0).





